ABSTRACT Here, we present the complete genome sequences of Mycoplasma pneumoniae KCH-402 and KCH-405, which are p1 gene type 2b and 2c strains, respectively. These strains harbor variations in the orf6 gene, which encodes the cytadherence-related proteins P40 and P90.
orf6 sequences identical to that of KCH-402. The KCH-405 orf6 sequence was commonly found in type 2c strains but was also shared by several type 2a strains of our collection. A KCH-405-like orf6 gene was also present in the draft genome sequence of the type 2d strain 3896 (GenBank accession no. LHPS00000000).
Comparative analysis of the KCH-402 and KCH-405 genomes with the reported M. pneumoniae genomes by whole-genome, single-nucleotide variation analysis revealed that the type 2b strain KCH-402 clustered within the type 2 strain clade and the type 2c strain KCH-405 was within a distinct clade comprising type 2a and 2c strains.
The polymorphism of both orf6 and p1 might be useful for strain classification and discrimination. The complete genome sequences of KCH-402 and KCH-405 may be used as reference sequences for type 2b and 2c strains and for detailed phylogenetic and epidemiological characterization of M. pneumoniae clinical strains. Accession number(s). The complete genome sequences of strains KCH-402 and KCH-405 have been deposited in DDBJ/ENA/GenBank under the accession numbers AP017318 and AP017319, respectively.
